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This mashup takes a protein ID as input and retrieves information about the protein’s known characteristics. The Protein Characteristics block returns the protein name, sequence, journal articles, and features of interest. The Protein Cross References block retrieves information about the protein from the OMIM, GO, PROSITE and PRINTS databases. The KEGG block retrieves information about the KEGG pathways the protein is involved in. The results are combined using the Combine block and displayed by the Output Protein Information block. 
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 This mashup takes a protein sequence as input and performs predictions about the features of the protein. Features predicted are: presence of a signal peptide (SignalP block), phosphorylation sites (Phosphorylation Prediction block), O-Glycosylation sites (OGlycosylation block) and transmembrane helices (Transmembrane Prediction). Each processing block is used twice as the prediction is performed with two operations (‘runService’ performs the prediction, ‘fetchResults’ retrieves the results). The blocks are formatted this way as when both prediction and retrieval of results was performed in the same operation, there were problems with combining the results that were obtained. The results are combined using the Combine block and displayed by the Output Protein Information block. 
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This mashup takes a protein sequence as input and performs predictions about the features of the protein. Features predicted are: the likely cDNA sequence of the protein (Backtranslation), basic protein sequence characteristics such as molecular weight and isoelectric point (PepStats) and protein motifs (Motif prediction). The results are combined using the Combine block and displayed by the Output Protein Information block. 
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This mashup demonstrates using a protein sequence as input to obtain a protein ID.  The Blast block is used to perform a sequence alignment using blastp. The output of this block is the protein ID of the highest match. This can then be used for subsequent processing blocks to retrieve protein characteristics eg with Protein Characteristics block to retrieve name, journal articles etc.
Protein Characteristics and Prediction Mashup 2

Processing Blocks Used: Protein Characteristics, PepStats
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This mashup demonstrates using a protein ID as input to obtain a protein sequence. This can then be used as input for subsequent protein prediction processing blocks. The ‘getSequenceAsString’ operation in the Protein Characteristics block is used to obtain a protein sequence for a specified ID. The sequence can then be used as input for subsequent protein prediction blocks such as PepStats. 
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Blocks Used: Protein Characteristics, SignalP,  PepStats
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The purpose of this mashup is to both retrieve protein characteristics and perform protein prediction. Protein Characteristics block extracts standard information about the protein including its abbreviated and full names and its sequence. This block is used again to retrieve the protein sequence, which is then passed to the PepStats and SignalP blocks for protein prediction. SignalP predicts whether a signal peptide is likely to be present in the supplied protein sequence. PepStats predicts characteristics such as molecular weight and isoelectric point. The results are combined using the Combine block and displayed by the Output Protein Information block. 
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